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2 <110> APPLICANT: Chan, Doug W 

3 Chen, Ping -Chi B 

4 Chen, David J 

6 <120> TITLE OF INVENTION: 



DNA Dependent Protein Kinase Catalytic Subunit 



Phosphorylation Sites 

7 and Antibodies Thereto 

W~-> 8 <130> FILE REFERENCE : IB- 1807 PCT 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/511 , 561 
C--> 12 <141> CURRENT FILING DATE: 2004-10-15 

14 <150> PRIOR APPLICATION NUMBER: US 60/375,094 

16 <151> PRIOR FILING DATE: 2002-04-22 

18 <160> NUMBER OF SEQ ID NOS : 28 

20 <170> SOFTWARE: Patentln version 3.1 

24 <210> SEQ ID NO: 1 

26 <211> LENGTH: 14 

27 <212> TYPE: PRT 

28 <213> ORGANISM: Artificial Sequence 

30 <220> FEATURE: 

31 <221> NAME/KEY: PEPTIDE 

32 <222> LOCATION: (1) . . (14) 

33 <223> OTHER INFORMATION: HUMAN GENETIC ORIGIN 

35 <220> FEATURE: 

36 <221> NAME /KEY: MOD_RES 

37 <222> LOCATION: (7) . . (7) 

38 <223> OTHER INFORMATION: PHOSPHORYLATION at T2609 
40 <400> SEQUENCE: 1 

42 Thr Pro Met Phe Val Glu Thr Gin Ala Ser Gin Gly Thr Cys 

43 1 5 10 
46 <210> SEQ ID NO: 2 

48 <211> LENGTH: 14 

49 <212> TYPE: PRT 

50 <213> ORGANISM: Artificial Sequence 

52 <220> FEATURE: 

53 <221> NAME/KEY: PEPTIDE 

54 <222> LOCATION: (1) . . (14) 

55 <223> OTHER INFORMATION: HUMAN GENETIC ORIGIN 

57 <220> FEATURE: 

58 <221> NAME/KEY: MOD_RES 

59 <222> LOCATION: (7) . . (7) 

60 <223> OTHER INFORMATION: PHOSPHORYLATION at S2056 
62 <400> SEQUENCE: 2 

64 Gin Ser Tyr Ser Tyr Ser Ser Gin Asp Pro Arg Pro Ala Cys 

65 1 5 10 
68 <210> SEQ ID NO: 3 
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70 <211> LENGTH: 4128 

71 <212> TYPE: PRT 

72 <213> ORGANISM: Homo sapiens 
74 <400> SEQUENCE: 3 

76 Met Ala Gly Ser Gly Ala Gly Val Arg Cys Ser Leu Leu Arg Leu Gin 

77 1 5 10 15 

80 Glu Thr Leu Ser Ala Ala Asp Arg Cys Gly Ala Ala Leu Ala Gly His 

81 20 25 30 

84 Gin Leu lie Arg Gly Leu Gly Gin Glu Cys Val Leu Ser Ser Ser Pro 

85 35 40 . 45 

88 Ala Val Leu Ala Leu Gin Thr Ser Leu Val Phe Ser Arg Asp Phe Gly 

89 50 55 60 

92 Leu Leu Val Phe Val Arg Lys Ser Leu Asn Ser lie Glu Phe Arg Glu 

93 65, 70 75 80 

96 Cys Arg Glu Glu lie Leu Lys Phe Leu Cys lie Phe Leu Glu Lys Met 

97 85 90 95 

100 Gly Gin Lys lie Ala Pro Tyr Ser Val Glu lie Lys Asn Thr Cys Thr 

101 100 105 110 

104 Ser Val Tyr Thr Lys Asp Arg Ala Ala Lys Cys Lys lie Pro Ala Leu 

105 115 120 125 

108 Asp Leu Leu lie Lys Leu Leu Gin Thr Phe Arg Ser Ser Arg Leu Met 

109 130 135 140 

112 Asp Glu Phe Lys lie Gly Glu Leu Phe Ser Lys Phe Tyr Gly Glu Leu 

113 145 150 155 160 

116 Ala Leu Lys Lys Lys lie Pro Asp Thr Val Leu Glu Lys Val Tyr Glu 

117 165 170 175 

120 Leu Leu Gly Leu Leu Gly Glu Val His Pro Ser Glu Met lie Asn Asn 

121 180 185 190 

124 Ala Glu Asn Leu Phe Arg Ala Phe Leu Gly Glu Leu Lys Thr Gin Met 

125 195 200 205 

12 8 Thr Ser Ala Val Arg Glu Pro Lys Leu Pro Val Leu Ala Gly Cys Leu 
129 210 215 220 

132 Lys Gly Leu Ser Ser Leu Leu Cys Asn Phe Thr Lys Ser Met Glu Glu 

133 225 230 235 240 

136 Asp Pro Gin Thr Ser Arg Glu lie Phe Asn Phe Val Leu Lys Ala lie 

137 245 250 255 

140 Arg Pro Gin* lie Asp Leu Lys Arg Tyr Ala Val Pro Ser Ala Gly Leu 

141 260 265 270 

144 Arg Leu Phe Ala Leu His Ala Ser Gin Phe Ser Thr Cys Leu Leu Asp 

145 275 280 285 

148 Asn Tyr Val Ser Leu Phe Glu Val Leu Leu Lys Trp Cys Ala His Thr 

149 290 295 300 

152 Asn Val Glu Leu Lys Lys Ala Ala Leu Ser Ala Leu Glu Ser Phe Leu 

153 305 310 315 320 

156 Lys Gin Val Ser Asn Met Val Ala Lys Asn Ala Glu Met His Lys Asn 

157 325 330 335 

160 Lys Leu Gin Tyr Phe Met Glu Gin Phe Tyr Gly lie lie Arg Asn Val 

161 340 345 350 

164 Asp Ser Asn Asn Lys Glu Leu Ser lie Ala lie Arg Gly Tyr Gly Leu 
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165 




355 










360 










365 








168 


Phe 


Ala Gly Pro 


Cys 


Lys 


Val 


He 


Asn 


Ala 


Lys 


Asp 


Val 


Asp 


Phe 


Met 


169 




370 








375 










3 80 










172 


Tvr 

i y x 


Val Glu 


Leu 


He 


Gin 


Ara 


Cys 


Lys 


Gin 


Met 


Phe 


Leu 


Thr 


Gin 


Thr 


X / J 


J O J 








390 










•2 QR 










400 

*± \j \j 


176 


Asp 


Thr Gly Asp 


Tyr Arg 


Val 


Tvr 


Gin 


Met 


Pro 


Ser 


Phe 


Leu 


Gin 


Ser 


1 77 
x / / 








405 










410 










41 R 

*± x z> 




180 


Val 


Ala Ser 


Val 


Leu 


Leu 


Tvr 
j 


Leu 


Asp 


Thr 


Val 


Pro 


Glu 


Val 


Tvr 

j.y x 


Thr 


1 R1 

X O X 






420 










49 R 
*t z o 










4^0 






184 


Pro 


Val Leu 


Glu 


His 


Leu 


Val 

vox 


Val 

v ax 


l iC L. 




Hp 

-L X C 


A 


Cpr 


rue 


t X \J 


V7X11 


1 flR 




435 










44 0 










44 R 

H. ft D 








X o o 




Ser Pro 


Lys 


Met 


Gin 


UC Li 


V*1 




uys 


A TVT 

/\rg 


Al a 

.M.X ct 


lie 


Val 

V Ct X 


Xry 0 


Val 
v ct x 






450 








/ cc 
*fc D D 










4£ 0 










1 Q9 

X .7 Z 


IT UC 


Leu Ala 


Leu 


Ala 


Ala 


uy o 


m v 


riu 


Val 

v dx 


T .01 1 

LlC LI 


y 


7\ can 


V— y 0 


Tl o 
X X c 


Cot* 

OCX 


1 Ql 


ag> r 








470 










A *7 R 

ft / D 










AGO 
-i O U 


1 Qfi 

X ZJ D 


J. XIX 


Val Val 


His 


Gin 


Gly 


T.oi i 
iJCU 


lie 


Arg 


Tip 
lie 


L^y 5d 


Cot* 

OCX 


jjy 0 


Pro 


Val 
val 


Va 1 
V ell 


J. / 








485 










a on 










A Q R 
*± i7 D 




900 


J-iCU 


Pro Lys 


Gly 


Pro 


Glu 


OCX 


\JX LI 


Cor 
OCI 


OX LI 


A C!T~» 

Jr 


nib 




Al a 
nlci 


Cpr 
OCX 


f?1 w 

vjx y 


z u i 






500 










RO R 
DUD 










D1U 






z u *± 


ul U. 


Val Arg 


Thr 


Gly Lys 


irp 


Lys 


Val 
val 


Drn 
Jrx \J 


1 111 


i.yr 


Lys 


Asp 


iyr 


V clx 


9 n r 

z u o 




515 










R90 

D Z U 










R9 R 
DZ D 








z u o 


Asp 


Leu Phe Arg 


His 


Leu 


JjcU 


Cot* 

OCX 


Cot* 




Ljlll 


MpV 
1 V 1C L, 


Mph 
l v lC L. 




Cot* 
OCX 


Tip 
IXC 


9 O Q 
Z u y 




530 








JJJ 










RAH 
D*± U 










212 


UC U 


Ala Asp Glu 


Ala 


Phe 


Jtruc 


Car 


Val 
V ox 


noli 


OCX 


Cpy 
OCX 


Cov 
OCX 


VJl LL 


Q O T* 


UC u 


91 7 

Z X J 


R4 R 
Dri D 








550 










RRR 

DDD 










R£0 


216 


Asn 


His Leu 


Leu 


Tyr Asp 


£51 ii 

OX Li 


Phe 


Val 
v ax 


T.ve 

uy o 


cpr 


Val 

VAX 


T.01 1 

UC Li 


T.ve 

xj y 0 


X X c 


Val 

V Ct X 


917 

Z X / 








565 










R 7D 
D / U 










ETC 
D / D 




220 


Glu 


Lys Leu Asp 


Leu 


Thr 


Leu 


Glu 


He 


Gin 


Thr 


Val 


Gly 


Glu 


Gin 


Glu 


991 

Z Z X 






580 










R ft R 
D OD 










con 






224 


Asn 


Gly Asp Glu 


Ala 


Pro 


Glv 


Val 


Trn 


Met 


He 

X X c 


Pro 


Thr 


OCX 


Asp 


XT J. W 


99 R 

Z Z J 




595 




















fin r 

DUD 








228 


Ala 


Ala Asn 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


Lys 


Asp 


Phe 


Ser 


Ala 


Phe 


He 


99 q 

Z Z _7 




610 








fil R 










con 

D Z U 










232 


Asn 


Leu Val 


Glu 


Phe 


Cys 




Glu 


He 


Leu 


Pro 


Glu 


Lys 


Gin 


Ala 


Glu 


233 


625 








630 










D -> J 










O *± L/ 


236 


Phe 


Phe Glu 


Pro 


Trp Val 


Tvr 
iyx 


Ser 


Phe 


Ser 


lyi 


Glu 


Leu 


He 


XIC LL 


Gin 


9 7 7 
Z J / 








645 










£RH 
D D U 










a C. C 
ODD 




240 


Ser 


Thr Arg Leu 


Pro 


Leu 


He 


Ser 


Gly 


Phe 


Tyr 


Lys 


Leu 


Leu 


Ser 


He 


241 






660 










665 










670 






244 


Thr 


Val Arg 


Asn 


Ala 


Lys 


Lys 


He 


Lys 


Tyr 


Phe 


Glu 


Gly 


Val 


Ser 


Pro 


245 




675 










680 










685 








248 


Lys 


Ser Leu 


Lys 


His 


Ser 


Pro 


Glu 


Asp 


Pro 


Glu 


Lys 


Tyr 


Ser 


Cys 


Phe 


249 




690 








695 










700 










252 


Ala 


Leu Phe 


Val 


Lys 


Phe 


Gly 


Lys 


Glu 


Val 


Ala 


Val 


Lys 


Met 


Lys 


Gin 


253 


705 








710 










715 










720 


256 


Tyr 


Lys Asp 


Glu 


Leu 


Leu 


Ala 


Ser 


Cys 


Leu 


Thr 


Phe 


Leu 


Leu 


Ser 


Leu 


257 








725 










730 










735 




260 


Pro 


His Asn 


He 


He 


Glu 


Leu 


Asp 


Val 


Arg 


Ala 


Tyr 


Val 


Pro 


Ala 


Leu 


261 






740 










745 










750 
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264 Gin Met Ala Phe Lys Leu Gly Leu Ser Tyr Thr Pro Leu Ala Glu Val 



265 






,755 








760 










765 








268 


Glv 


Leu 


Asn Ala 


Leu 


Glu 


Glu 


Trn 


Ser 


He 


Tvr 
j 


He 


Asp 


Ara 


His 


Val 


269 




770 








775 










780 










2 72 


Met 


Gin 


Pro Tyr 


Tvr 


Lys 


Asp 


lie 


Leu 


Pro 


Cys 


Leu 


Asp 


Glv 


Tvr 

xy x 


Leu 


273 


785 








790 










795 










800 


/ D 


T ,VQ 


Thr 


Ser Ala 


XI C U 


Ser 


Asp 


Glu 


Thr 


Lys 


Asn 


Asn 


Trn 
ix p 


Glu 


Val 


Ser 


277 








805 










810 










815 






AT ^ 


Leu 


Ser Arg 


Ala 


Ala 


Gin 


Lys 


Glv 


Phe 


Asn 


Lys 


Val 


Val 


Leu 


Lys 


281 






820 










825 










830 






j£ O *± 


nib 


Leu 


Lys Lys 


1 Ill 


J_i y o 


noil 


UC LI 


C y 


OC1 


Asn 


rii n 


Ala 


He 

X X c 


Ser 


Leu 


0 ft R 






835 


















845 








9 ft ft 
ZOO 


m ii 


Glu 


He Arg 


Tip 
lie 


Arg 


val 


V dl 


Vjill 


1 T 1C L- 


UC LI 


c;l v 


OCX 


T.^i i 

XJC Ll 


vj i y 


Gly 


PftQ 

a O -7 




850 








855 










860 












V7J.I1 


He 


Asn Lys 




XjCLI 


T.oi i 
xjkz li 


TVrr 
j. in. 


val 


Th-r 
x in 


OCX 


Cpr 

ocx 


7\ eri 
nop 


VJJ. Ll 


1*1 C L. 


i'lC L- 


293 


865 








870 










875 










880 


296 


Lys 


Ser Tyr Val 


Ala 


Trp 


Asp 


Arg 


Glu 


Lys 


Arg 


Leu 


Ser 


Phe 


Ala 


Val 


297 








885 










890 










895 




300 


Pro 


Phe Arg Glu 


Met 


Lys 


Pro 


Val 


He 


Phe 


Leu 


Asp 


Val 


Phe 


Leu 


Pro 


301 






900 










905 










910 






304 


Arg 


Val 


Thr Glu 


Leu 


Ala 


Leu 


Thr 


Ala 


Ser 


Asp 


Arg 


Gin 


Thr 


Lys 


Val 


305 






915 








920 










925 








308 


Ala 


Ala 


Cys Glu 


Leu 


Leu 


His 


Ser 


Met 


Val 


Met 


Phe 


Met 


Leu 


Gly 


Lys 


309 




930 








935 










940 










312 


Ala 


Thr 


Gin Met 


Pro 


Glu 


Gly 


Gly 


Gin 


Gly 


Ala 


Pro 


Pro 


Met 


Tyr 


Gin 


313 


945 








950 










955 










960 


316 


Leu 


Tyr 


Lys Arg 


Thr 


Phe 


Pro 


Val 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 


Asp 


Val 


317 








965 










970 










975 




320 


Asp 


Gin 


Val Thr 


Arg 


Gin 


Leu 


Tyr 


Glu 


Pro 


Leu 


Val 


Met 


Gin 


Leu 


He 



321 980 985 990 

324 His Trp Phe Thr Asn Asn Lys Lys Phe Glu Ser Gin Asp Thr Val Ser 

325 995 1000 1005 

328 Leu Leu Glu Ala lie Leu Asp Gly He Val Asp Pro Val Asp Ser 

329 1010 1015 1020 

332 Thr Leu Arg Asp Phe Cys Gly Arg Cys He Arg Glu Phe Leu Lys 

333 1025 1030 1035 

336 Trp Ser lie Lys Gin lie Thr Pro Gin Gin Gin Glu Lys Ser Pro 

337 1040 1045 1050 

340 Val Asn Thr Lys Ser Leu Phe Lys Arg Leu Tyr Ser Leu Ala Leu . 

341 1055 1060 1065 

344 His Pro Asn Ala Phe Lys Arg Leu Gly Ala Ser Leu Ala Phe Asn 

345 1070 1075 1080 

348 Asn He Tyr Arg Glu Phe Arg Glu Glu Glu Ser Leu Val Glu Gin 

349 1085 1090 1095 

352 Phe Val Phe Glu Ala Leu Val He Tyr Met Glu Ser Leu Ala Leu 

353 1100 1105 1110 

356 Ala His Ala Asp Glu Lys Ser Leu Gly Thr He Gin Gin Cys Cys 

357 1115 1120 1125 

360 Asp Ala He Asp His Leu Cys Arg He He Glu Lys Lys His Val 
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361 




1130 










1135 










1140 








364 


Ser 


Leu 


Asn 


Lys 


Ala 


Lys 


Lys 


Ara 


Ara 


Leu 


Pro 


Ara 

ZD 


Gly 


Phe 


Pro 


365 




1145 










1150 










1155 








368 


Pro 


Ser 


Ala 


Ser 


Leu 


Cys 


Leu 


Leu 


Asp 


Leu 


Val 


Lvs 


Tx~D 


Leu 


Leu 


369 




1160 










1165 










1170 








372 


Ala 


His 


Cys 


Glv 


Ara 


Pro 


Gin 


Thr 


Glu 


Cys 


Ara 


His 


Lys 


Ser 


He 


373 




1175 










1180 










1185 








376 


Glu 


Leu 


Phe 


Tvr 

Ay x 


Lys 


Phe 


Val 


Pro 


Leu 


Leu 


Pro 


Glv 


Asn 


Ara 


Ser 


377 




1190 










1195 










1200 








380 


Pro 


Asn 


Leu 


Trn 


Leu 


Lys 


Asp 


Val 


Leu 


Lys 


Glu 


Glu 


Glv 

vjxy 


Val 


Ser 


381 




1205 










1210 










1215 








384 


Phe 


Leu 


He 


Asn 


Thr 


Phe 


Glu 


Glv 


Glv 

vjxy 


Glv 

\jxy 


Cys 


Glv 

vjxy 


Gin 


Pro 


Ser 


385 




1220 










1225 










1230 








388 


Glv 


He 


Leu 


Ala 


Gin 


Pro 


Thr 


Leu 


Leu 


Tvr 

i y x 


Leu 


Ara 


Glv 

vjxy 


Pro 


Phe 


389 




1235 










1240 










1245 








392 


Ser" 


Leu 


Gin 


Ala 


Thr 


Leu 


Cys 


Ai -jV 


Leu 


Asp 


Leu 


Leu 


Leu 


Ala 


Ala 






X Z. ZD \J 










1 occ 

1a J J 


















396 


Leu 


Glu 


Cys 


Tvr 

x y x 


Asn 


Thr 


Phe 


He 


Glv 


Glu 


Ara 


Thr 


Val 


Glv 

vjxy 


Ala 


**97 

O -7 1 




1265 










1270 










1275 








400 


ucu 


C41 n 

OJ.il 


Val 


JJC LI 


(*51 v 


Thr 


VJX LI 


Ala 


will 


OCX 


Cpr- 
OCX 


XI G Li 


XI C Li 


xiy o 


Ala 


401 

** \j x 




X O \J 










-L ^ U J 










12 90 

X £t Z7 \i 








404 


Val 


Ala 


Phe 


Phe 


Leu 


Glu 


Ser 


He 

X X c 


Ala 


Met 


His 


Asp 


He 


He 


Ala 


405 














1300 










1305 








408 


Ala 


Glu 


Lys 


Cys 


Phe 


Glv 


Thr 


Glv 

vjxy 


Ala 


Ala 


Glv 

vjxy 


Asn 


Ara 


Thr 


Ser 


409 




1310 










1315 










132 0 








412 


Pro 


Gin 


Glu 


Glv 

oxy 


Glu 


Ara 


Tvr* 
xy x 


Asn 


Tvr* 
xyx 


Ser 


Lys 


Cys 


Thr 


Val 


Val 


413 




1325 










1330 










1335 








416 


Val 




He 


Met 


Glu 


Phe 


Thr 


Thr 


Thr 


Leu 


Leu 


Asn 


Thr 


Ser 


Pro 


417 




1340 










1345 










1350 








420 


Glu 


Glv 

VJXy 


Trn 


Lys 


Leu 


Leu 


Lys 


Lys 


Asp 


Leu 


Cys 


Asn 


Thr 


His 


Leu 


421 




1355 










1360 










1365 








424 


Met 


Arc 


Val 


Leu 


Val 


Gin 


Thr 


Leu 


Cys 


Glu 


Pro 


Ala 


Ser 


He 


Glv 

vjxy 


425 




1370 










1375 










1380 








428 


Phe 


Asn 


He 


Glv 

Jr 


Asp 


Val 


Gin 


Val 


Met 


Ala 


His 


Leu 


Pro 


Asp 


Val 


429 




1385 










1390 










13 95 








432 


Cvs 


Val 


Asn 


Leu 


Met 


Lvs 


Ala 


Leu 


Lvs 


Met 


Ser 


Pro 


Tvr 


Lvs 


Asp 


4^ 
*± o o 




14 00 










1 40R 










1410 

X *X X \J 








436 


He 


Leu 


Glu 


Thr 


His 


Leu 


Arg 


Glu 


Lys 


He 


Thr 


Ala 


Gin 


Ser 


He 


437 




1415 










1420 










1425 








440 


Glu 


Glu 


Leu 


Cys 


Ala 


Val 


Asn 


Leu 


Tyr 


Gly 


Pro 


Asp 


Ala 


Gin. 


Val 


441 




1430 










1435 










1440 








444 


Asp 


Arg 


Ser 


Arg 


Leu 


Ala 


Ala 


Val 


Val 


Ser 


Ala 


Cys 


Lys 


Gin 


Leu 


445 




1445 










1450 










1455 








448 


His 


Arg 


Ala 


Gly 


Leu 


Leu 


His 


Asn 


He 


Leu 


Pro 


Ser 


Gin 


Ser 


Thr 


449 




1460 










1465 










1470 








452 


Asp 


Leu 


His 


His 


Ser 


Val 


Gly 


Thr 


Glu 


Leu 


Leu 


Ser 


Leu 


Val 


Tyr 


453 




1475 










1480 










1485 








456 


Lys 


Gly 


He 


Ala 


Pro 


Gly 


Asp 


Glu 


Arg 


Gin 


Cys 


Leu 


Pro 


Ser 


Leu 


457 




1490 










1495 










1500 
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Output Set: N:\CRF4\10292004\J511561.raw 
L:8 M:283 W: Missing Blank Line separator, <130> field identifier 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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PCT 



. RAW SEQUENCE LISTING DATE: 10/26/2004 

PATENT APPLICATION: US/10/511, 561 TIME: 17:50:28 

Input Set : A:\PTO.FG.txt 

Output Set: N:\CRF4\10262004\J511561.raw 

2 <110> APPLICANT: Chan, Doug W 

3 Chen, Ping-Chi B 

4 Chen, David J 

6 <120> TITLE OF INVENTION: DNA Dependent Protein Kinase Catalytic Subunit 
Phosphorylation Sites 

7 and Antibodies Thereto 
W--> 8 <130> FILE REFERENCE: IB-1807 PCT 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/511,561 
C--> 12 <141> CURRENT FILING DATE: 2004-10-15 

14 <150> PRIOR APPLICATION NUMBER: US 60/375,094 

16 <151> PRIOR FILING DATE: 2002-04-22 

18 <160> NUMBER OF SEQ ID NOS : 28 UQQS Not COfTDply 

<i7o> software: Patent in version 3 . i Corrected Diskette N ceded 



20 



ERRORED SEQUENCES 



3228 <210> SEQ ID NO: 28 

3230 <211> LENGTH: 34 

3231 <212> TYPE: DNA 

3232 <213> ORGANISM: Artificial Sequence 

3234 <220> FEATURE: 

3235 <223> OTHER INFORMATION: Reverse primer to create T2609A mutation 
3237 <400> SEQUENCE: 28 

323 9 x ^&cctgggag gcctggtcct ccacaaacat cgga 34 
E--> 324: 
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VERIFICATION SUMMARY DATE: 10/26/2004 

PATENT APPLICATION: US/10/511,561 TIME: 17:50:29 

Input Set : A:\PTO.FG.txt 

Output Set: N:\CRF4\10262004\J511561.raw 

L:8 M:283 W: Missing Blank Line separator, <130> field identifier 

L:10 M:270 C: Current Application Number differs, Replaced Current ApplicationJJarrtber 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:3242 M:254 E: No. of Bases conflict, this line has no nucleotides. / y< 
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